Validating predictive models of food spoilage organisms.
The accuracy and bias of a predictive model for the maximum specific growth rate of Pseudomonas spp. were studied by means of percentage discrepancy and bias indicators. These were calculated for observations obtained both in laboratory media and in food. When independent pseudomonad data generated in broth were compared with model predictions, the error was smaller than in the case of food. The extent to which the food structure and composition of the microflora contribute to the overall error of the model was quantified.